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Owing to continuous developments ofhigb throughput experimental technologies, ever increasing amounts ofdata are
being generated in genomics and proteomics. We have been developing bioinfonnatics technologies for analyzing a large
number ofgenes or proteins at a time, toward the understanding and utilization ofhigher order functional bihaviors of the
cell or the organism. The suite ofdatabases and associated software that we develop is called KEGG and is made publicly
available as part ofthe GenomeNet service (http://www.genome.jp).
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